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Supplementary Figure 1:

Figures showing the coverage of the different libraries in the COX I region
(from position 5270 to 6814).The groups were divided by the the hierarchi-
cal clustering, based on coverage of the different parts of the mitochondrion.
Individual libraries can be seen in additional data file 3.
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Supplementary Figure 2:

Figure showing the clustering of a nerve tissue libraries on the COX I gene,
ie. a subclustering of Figure 4.
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