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NAH7 MVDDEGEVRALVQPTQR----GTWVQTERA
pM3 MANDKNE IRAYAQPAQR----GTWVQTERA
PGOX5  —— e e MKSKQVGLTTAPN----GTWVQVERA
PIK21l  —m e e e MKPKHVGLTTAPN----GTWVQVERA
pAM10.6  -——-——-—- MFTIPHGYVHLKQIKKDP----ADFAMLTRG
pHW104  ———————- MAHDENTDELVERNK-RLNELLQNTAAQLQEERRLNLLTKNRVT----GGYYMMSRA
pvCGl.2  ———————- MSDDKNKIETLEQQLSQARALLSHTVDTLQEERRLAAATKNRVT----GGYYMMSRA

PXCVIO oo oo MSLPVPSSKKR----IEYVQLYRS

pBMBt 2 - ——--MFKTYERSKNKTMKNENETD IKISKEEFMKI IELTGLP I SH1QKL I DLEKAEQEEAKRKELEKKN--PPFVQLYKS
pONE429  ———————- MKNLSDAQK I FAQGNREETKEERLQRLEEEERAE IKQAEGAKKSPYFNFLQVNQA
pIWL —mmm e MENLDTKVIPLPTERECTVVLGADGEVKGY INKPRFNKLGREYFVGFKS
pSN2 e ——————————— MKERYGTVYKGSQRL IDEESGEV IEVDKLYRKQ----TSGNFVKAY
pIMI3 e MKERYGTVYKGSQRL IDEESGEV I EVDKLYRKQ----TSGNFVKAY
pOM1L ——— e e LAKNELSQHVTTKKVKAIGTETY INVATGEAEEFQVTKIEE----RDENFTKVW
PONE430  —————— e e MDKKPVTTRKKVKVTGTETY INQSTGE IKEMQV ID I EE----RDENFHKVW
pHW126  -------- ——-MNITQQILNDSLNISYENFNDYLNQYDLSPEEKVAAFTFYHENVKQKKATTISAEKTNNYKS IADKV----EYVHLFPKN
pIGKR  ———— oo MDIGNILNESLSIDYEKLDLFLEKYDLTPEQKVAVYEFHAKAYKKNKTLV I SETKENKFKS I SEGV----EYVHLFPKN
pIGMS31 MKKNKLVNKENYSILETLPEDPLFENKSTLE IDLNQFDLFNRIANETVEEL I IKEVNDPNDRSDKSNGVNLNAKVYVEKEKKTSLKKDFVITFVD
PRAOL  —mm e MDISVNVARQRIKPDQEFIFYFLTN
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96
NAH7  GHEAWAAL I AQAPRAGQLMH I IVQHMDK-SGAL IVSQSTEAKMMDTS AT TKRATSV|
pM3  GHEAWAALTAQAPRAAQLMHILVQHMDK-QGAL I ISQATLAKLMETSVATTKRAIAL
pGOX5  AMERWSKLAVSNPRAAAVMMLMTSQMGR-NNALVASQATLAKMAGCGLNTLKRALSV|
pJK21  AMERWSKLAVSNPRAAAVMMLMTSQMGR-NNALVASQATLAKMAGCGLNTLKRALSV|
pAM10.6  YIRDIRELSRRSPSAFQVFMLLTERMNK-TNAIVISQSTLCQILSYGRTAIHNAIRL]
pHW104  AEKNLRALQKENATAALVFSVIRENMQIGTNAVT ISNPVLAK I LEGKSARTVARATKH
pVCG1.2  AEKNLRALQKANPAAALVFSVIRENMQIGTNAVAISNTAFCK I IGKSRATVTRAIKH
pXCV19 SMKALRQEALEAPTAHAVLYVLMER INE-RNALVASYATEAKLTGKSRAT I TRALAE]|
PBMBt_2 HMKE IRWL I TNHHLSSN ILFFFLENMNN-RNV 1VCSQQLEMEQFNKGRTT IHNAIKT]
PONE429 NYKAEDWLMRESPPAYRLLRF IAQNMDN-YNALMCSYKVFQESLGYGRAT I ARAVKL]
pJW1l  GLEGLASMDLTGEQYKVLMYLFSRLDFD--NFLKVPQKEISEKLNLHKSNVSKAIKK|
PSN2 1VQL I SMEDM I GGKKLKTVNY ILDNVHLSNNTMIATVRE FAEGTNTSTKEVNTTLKI
pIM13 1VQL I SMEDM I GGKKLKTVNY ILDNVHLSNNTMIATTRE TAKATGTSLOQTVITTLKI
pOM1 TRNFVATLDLVGNQKTRLVYWI IDNLNHNN-QL ICTNRLMAEETG I SLATVSVTMKA|
PONE430 LEHT IHSMDL I GNQKTRLAFWL INNLNRDN-VL IMTQRKTAEKTG I SLETVRQTMKA|
pHW126 LKKTIKEYNLTSNELLVTME I LDSMMSHGNML INFSQARECELTE INKSTMSKVFKS
pIGKR LKILIKKYGLNTNELLVLTEIMESMLSHGNLL INFSQKALCELTGINKSTMCKTFKT]
pIGMS31 NLEALAKENLKPNEFRI IVEIVKVMEYG--NL INLSQST IAKNLNLAKSNVSYYFKN
pPRAO1 MDSL ISDPDITKQD IAVLMKYAAKMQYG--NQ IS TAQAD IAEDLG I DKSNVSKSVRKBTOKGVFLKERRS === ————— LVMEWKYLAKGNLTDF1
Consensus IALL A LM 11 NM N LI SQ LA L G SKATV RAIKL E WIV KG YVWN I WKG

KHNWEQT I SVGGQRGGTLAY!

QHAYVQIVKVG----NTNTYI
ISDHHYVQIVKIG----TTNTY
RTRNYJIEMVKAG----NVSVI

191 279
NAH7 ~ QYARENARVL I SSEDQADLGSD-~-~-~-KLKQLPTMSDGE IQLPAGPGMEPPAQESLDGVDLPDMPS IPHHGKNDV == === === === ————
pM3  QFALENARVLVSTEDQADLGDA----KLKQLPTMEDGD IQLPAGPGMDPPAQESLEG-MLPDMPSIPHGN
pGOX5  RYSLESASVLLADNEQPDKDE IGLQPSLHPVPDLYPGEKQLPTGPGLPPPSQPSFDG-MEPDLPATEK-————————————-
pJK21  RYSLESAAVLLSDDEQPDKTE IGAQPPLQAIPDLYPGEKQLPTGPGLPPPSQPSFDG-MEPDLPATEK-——=—————————————————
pAM10.6  RYASEYAEVVVSESDQGRPVEDWDNIELRHVPVLHAGESVVDDGAELPPPDQQDLLPPEPHEFPRTSATHEPQAVADTRAPPTRSTGPR
pHW104  RKAVESATVVAHECEQDEGWDQVK--KLKAIPIIFDDERPLLSEEVLPPPDQTDLDLN-~-==—==——=— e e e e e
pVCG1.2  RKAVESATVVAHECEQEEGWDEVK--KLKAVPVIYEDERP ILGCDELPPPDQQDLDLN-~--~
pXCV19  KLAVEDARVIVSSEEQDEPERLGKEPDLVRLPPVLVPPEMATMLEDGEDDGQGDLQL----~

pBMBt_2  KYVSEEGKIL INKNENEELFKEHKFENLKVLKDEKK
PONE429

pawi

pSN2  KYLLLEFGNFEQEDD@KQENALSEYYSFKE-

pIM13 KYLLLEFGNFEQEANE I D— = — == — = = — e
pOM1 LNILNQFSELGAEPQELSDEQKIQNITKT IAQLSKQLEALQSKSSVVDTEIEGQYTLLPDGS IVQKAVNKKE
PONE430 LNVLIQYRKSEQE--NTKTSEPTSEKDEPSLFNNEQLKAM=—— == = — = = — o o o e e e
pHW126 LFIQYREHFLKS IEYKLTEEENFDQVFDAEF IKTYESN IKK1KDKKEELEQKKKDKTLKSFNETLKTELKEAT---EENFDL I FDEQN-
pIGKR LFMQERDHFLNS I SYKLDDEEEFEKVFDDNF I KAYEKNLKE 1 KKKKQQ I KEKK I SKALDNFEKE | SKEWNKEKFKDEEENFEFGFESE I -
pIGMS31 —LDEEKRKNLKSAQVEDDNFKNSF === = = = = = = = = o o
pRAO1 KADKENSKLSKFQLYEDEE - — = — = = = = — = - — e e
Consensus KY LF AVL S EQ D L L

Additional file 2: Alignment of replication proteins. Identical amino acids are shown red,
conserved green (present in at least 50% of the sequences) and amino acids with similar
properties are highlighted in yellow.



