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maskvsilllltvhllaaqtfageliawgr-----------------------------=
maskvsilllltvhllatqtfageltawgr---------------“-----
maskvsifllltvhllaaqtfageltawgr-----------------------------=
maskttll111tisllaahsfagefsawgqr-----------------------------.
maskatilllltty--ghllaageyhgwsr------------mommmm o
maskcmi |l al |l vpl I nagt f ngpgypgfg--------------“----------------
maskciilll-dgplp----- rgesiplpgd------------- irlaspstara-----
maskciillll mgpyl ----- vaaqsyyrgt------------- yasrlrqgrpel -----
nmt ckysil || vasvsagr gnrrpgqgpvapv------------- arqdl vpraaa-----
mpnkysl 11 gs-clslclfltpatgngqri---------- i dygni vfsrrs-------
mI1llssylilslslclci--gpavsssifagv-------- i insrlpfsiqgsrsyvgp-
nmsckysilllfslclflflfsgsvastgi yarvnnvvytnnaw snqgpi di rsrsgarav
MasK si LLLI I
MASK3SI LLLLTV2LLAAQTFAQEL SAVQRA2VNNVVYTNNI 33SR2P2S| RSR22222V
70 80 90 100 110 120
| | | | | |
--qqgqqqqaql ql gqql I 1 gqgghqgrnprpel glrs-----------------------
--qqal gl gqqqr gqqq- - - - - qqqql nprpel glrsrm---------------o----
--qqal gl gqqqr gqqq- - - - - qg--Inprpel glrs-----------------comm--
--hqgpl qqqqqql pr----------- nprpel glrs----------mmmmmmnoon
--ppgqqgpr----------------- ssrpelglra-----------------------
--lgarfgggg----------------- vvpgadli ga-----------------------
--qgqvl pgpggppdng- - - - - rpl eevgppgnsgerq-------------------- pPq
--rgkscrrprarqttn----- ghwrssrretarrds-------------------- pk
- - aapsvpaaaakgandl gr pi ggwdggwnnnnvgtng-------------------- qy
--sfdnqi qsrsrvaapaqnri st vsaaasppni qqqq-------- ypagpl a- - - - pve
- pdl hdl gr pggevnpl aget wsdqgr i aaasht ggqt wnvqr nvaevpt aqgqqghgpi p
kpt eqdqgnpqqdpql t aqggswnsqr saqr pet sagtvnl --- - - - vpkt gl qg- - - pns
q q rpe
KPQQ4 QL2 QRRQQARG 52 QQOR2NPRPEL GL RSQN2 QRNVAEVP3 3 QL QQOHQPP6
130 140 150 160 170 180

I I I I
| pgnpwt - gnngeai sdvvavdl t kr epvt pppnr PP- - PVFSYMDRFSSELFKEI | KSQ

ypenrwnngnngeai sdvvavdl t ksepvt pppt r PP- - PVFSYMDRFSSELFKEI | KSQ
| pgnrw - gnngeai sdvvavdl skr epvt pppt r PP- - PVFSYMDRFSSELFKEI | KSQ
----qgt nqyt kept sdvvnvdl t khepanpppt r PP- - PVFSYNMDRFSGQLFDQ | KSQ
- gnt nprt gdnghpi sdvvavdl skpept nappt r PP- - PAYSYMDRFSAELFKQ MKSQ
------- gedi r vpsapr qr ngggsr npapt apt r APVI PKTSFVDRFSSKL YAKI APAQ
npnsqi ppgr gpanvl gane- - vpl pt vsnsxpt r PP- - AKQSFKDRFSSKLFQPI ASRS
i ptaryrprdsrprcwpnr --crcpr-sptvptr PP- - AKQSFKDRFSSKLFQPI ASRS
gpt andsprvqgvdesgsgs- - gl sqppvst spt r PP- - AQGKNYMEQFSSKLFQQ ATRA
apdasrt psvt vl gi dgsadgsaagqsr gpsgpi r PP- - AQFNYRERFSSTLFQPI SRNN
asasasapaaspevi vngf ng- aagr passagpt r PP- - AQYNYRERFSSVLFQPI SRSN
apalatapavtv | gvdr png- asvgpssssspt r PP- - AHYNYRERFSSKLFQPI ARNN
p PTRPP a s%m#RFSS LFq
AP42RWIPQBNCE2ISDVVAVDLZKREP24PPPTRPPVI2VFSYNDRFSSKLFQPIAKSQ
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I I I I I I
SQNVVFSPFSVHALLAL I YGASDGKTFREL QKAGEFSKNAMAVAQDFESVI KYKKHLEG
SQINVVFSPFSVHAL MAL VYGASDGKT YREL KKAGEFSKNAMAVAQDFESVI KYKMHLEG
SQNVVFSPFSVHAL LAL VYGASDGKT YREL KKAGEFSKNAMVAVAQDFESVI KYKVHLEG
GCQONVVLSPFSVHALLALI YGASDGKTFREL QKAGEFSKNAVAVAQDFESVI KYRVHLEG
SQINVVFSPFSVQALLALI YGASSGKTFREL QKAGEFSKNAMAVAHDFENVI KYKMHLEG
AGSNFVYSPVSVHSI LALI YGTSFCKTRRELKSAGEFVYDDQ DVAM FEKLI KFRSDLGN
QRONLVFSPVSVHALLGM YGASEGRTAQEL QQAGEFGPDPQAVGQDFRQLI KQRRQLQS
QRONLVFSPVSVHALLGM YGASEGRTAQEL QQAGEFGPDPQAVGQDFRQLI KQRRQLQS
QKNI VYSPAMVHSQLAM.Y! VSHGQTFEEL QQAG FSVDTTKVSQDFLSLLSLQ QLQN
ANRNVVYSPSSVHAM.AM. YGVSAGETATEL RSAGQFDQNQL TTAVMDFQRVRKL ERELON
GQONVVYSPATMHAM. GL L YGVSSNETAAEL QRVGQFGNKQL DVAI EFEQVRRTESQLPN
ARKNVVFSPASMVHSM. GL L YSVSSGQT SDEL QRAGNFDI GKI EVAVMDFKNVDQQHKKL VN

ggN\NvV¥%EP SVHa$La$ YGS G T ELq AGHF # aVagDFe vik L

SQNVVFSPFSVHALLALI YGASDGKT 2 REL QKAGEFSKNAVAVAQDFESVI KY2 VHLE2

250 260 270 280 290 300

ADLTLATKVYYNREL GGVNHSYDEYAKFYFSAGT EAVDMONAKDTAAKI NAWNDT TRNK
ADLTLATKXYYNREL GGVXPSYDEYAKFYFSAGTEAVDMOANGKDTAARI NAVWNDQTRNK
ADLTLATKVYYNREL GGVNPSYDEYAKFYFSAGT EAVDMONGKDTAARI NAVWIMDQT RNK
ADLTLATKVYYNQEL GGVNPSYDAYAKFYFSAGT EAVDMOINGKDTSARI NAWNDQTRSK
TDLTLATKVYYNQEL GGVNHSYDAYAKFYFSSDTEAVDMOANGKDTAARI NAWNDKTRSK
VEL KMATKL YHNQL KGGAYPGFPEFSQF YEFNTADEAVDMI RAKDT SEKI NFW/SDSTDGK
AELTMASRMFYNKNMGG NHDYPEYAEYYYSSG EPVDMGRSRETAGA NAVWSDKTRNK
AELTMASRMFYNKNMGG NHDYPEYAEYYYSSG EPVDMGRSRETAGA NAVWSDKTRNK
AEl | VASKVLYNPAL GOPNERFPKYALTYFNTElI ETFNPQDPRNTANAI NGW/RDRTKNT
AQLI VANKLFYNHELAMVNPDYAHYAHL YENSEI EGVNVKRSANTASRI NAWAADATRN
AQLI VANKLYYNREI DELNPRYLAFASQYYGSETEAVNVRKSRDTAAKI NAWASDATRG
TRLI VANKLYYNREL SAPNDRYEAFALEYYNSElI EAVDVKKPRNTAAEI NQWSRATNK
a#lLt A K %/N #%g9gg N Y %A Y%s EaV#M #TAa | NaW/ D Trnk
ADLTLATKVYYNREL GGVNPSYDEYAKFYFSSGTEAVDMONZ KDTAARI NAVW2 D3TRNK

310 320 330 340 350 360
| |

| RDLVTPTDVDPQT QAL L VNAVYFQGCRWEHEFAT VDT SPYDFQHTNGRI SKYAMVIEFNDDV
I RELVTPADVDPQT QAL FVNAVYFKGRWEHEFATMDTSPSDFQHSNGRI SKVAMWYNDDV
I RELVTPADVDPQT QAL L VNAVYFKGRWEHEFATMDTSPSDFQHSNGRI SKVAMWNDDV
I RELVTSGDI DPQTQALLVNAVYFKSRWEHEFAI MDTAPSDFHHSNGKTSQVAMWYNDDV
I RELVTPGDVDPQT QAL L VNAVYFQGRWEHEFAI MDTSPYDFHHSNGRT SKVAMWYNDDV
I RNLAAPSDI TEQTEALLVNAI YFKGRWENEFAT VDT QPSNFKHSDGRI SSVAMWYNDDV
| RELVTPSDI DGQTEAM_VNAI YFKARWATEFSATDTI SGKFRRGSGAPSNVAMVFNDDV
| RELVTPSDI DGQTEAMLVNAI YFKARWATEFSATDTI SGKFRRGSGAPSNVAMVFNDDV
I KQLI TQSEI DDQTQAI LLNAI YFKARWANEFSTRDT MPAKFRMGENGAAI NVAMMYNDDV
| RDLVSPNDI DDETQALLVNAI YFKARWANEFSANMDT TPDKFRVNSNKAVTVAMWNDDV
| RDLVQPSDI DEQTQALLVTAI YFKARWANEFSEMDT TAEKFRMGNNAAI TVPMWYNDDL
I RELVSPSDI DEQTEAMWDAI YFKARWANEFSANMDT TPAKFRLNGVTPI TVPMMYNDD
| RELVE PsD! D QT#A$LVNA! YFKaRWa EFs nDT p kFr ng s VAMWANDDV
| RELVTPSDI DPQTQALLVNAI YFKARW22 EF2TVDTSPSKFRHSNGRI SKYAMWYNDDV
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I

YGLAEL PEL GATAL ELAYKDSATSM_I LLPNETTGLGKM._QQL SRPEFDLNRVAHRL RRQ
YGLAEL PEL GATAL ELAYKDSATSMLI LLPNQTTGLAKM._QQL SRPEFDLNYVAHRLRRQ
YGLAEL PELGATAL ELAYKDSATSMLI LLPNQTTGLAKM.QQL SRPEFDLNYVAHRLRRQ
YGLAELPEL GATVLELAYKDSAASMLI L L PNQTNGLAKMVQQL SRPEFDLNRVAHSL RRQ
YGLAELPEL GATAL ELAYKDSATSMLI L L PNQTNGLAKMVQQL SRPEFDLNRVAHRL RRQ
YSLADI PELGASALGLNYRDSNI SMLI LLPKQVNGLRALEAQLADPQFDLNRI AARLQRQ
FGYADL PDL GATAL EMPYADSEVSMLI LLPYQVDGLAQLEQQLARPQNDLNRI AARLRQE
FGYADL PDL GATALEMPYADSEVSMLI LLPYQVDGLAQLEQQLARPQNDLNRI AARLRQE
FDYAEL PDLHATALEMPYAGTQ SMLI | LPNQVNGL TQLERQLARPEYDLNAI AARL RRE
YAYAEL PDL DAVAL EL PYAGTEVSM_FVL PNQVDGL PQLERQLE- - RTDLNQ AARLRRE
FDI AEL PELDATALELPYAGTPI SM.I | LPNQVNGLAQLERQLE- - RHDLNQ AARLHRD
FAYAQLPEL DATALELPYVDNDASM.LI LPNQPNGLAQLERNLASTNHDLNAI AARL RRE
%g AHLP#LQATALE$pY ds SM.II LPnQunGLag$eqQL rp# DLN ! AaRLRR#
YGLAELPEL GATALEL PY2DSATSM.I LLPNQVNGLAQLEQQL2RPEFDLNRI AARLRRQ
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| |

dnel SVAVRL PKFQFEFEQDMIEPL KNL GVHQVFTPNSQVTKL MDQPVRVSKI LQKAYI NVGEAGTEASAAS
dsim PVAVRL PKFQFEFEQDMT QPL KDL GVHQVFTPNSQVTKL L DHPVRVSKI LQKAY! NVGEAGTEASAAS
dsec PVAVRL PKFQFEFEQDMT QPL KDL GVHQVFTPNSQUTKL L DHPVRVSKI LQKAY! NVGEAGTEATAAS
dere SVAVHL PKFQFEFEQDMI QPL KDL GVQQVFTPNSQVTKL L DQPVRVSKI LQKAY! NVGEAGTEASAAS
dyak SVAVRL PKFQFEFEQDMIQPLKDLG HQVFTPNSQVNKL L DHPVRVSKI LQKAY! NVGEAGTEASAAS
dana NVLVRLPKFRI EFDQDMT QPLKQVDVQEMFGPKSQl KTMLNDRVRVEKI LQKAFI DVNEAGTEAAAAS
dpse TVTI R PKFRI QFEQDMTEPL QQL GVREMFTRSSQVTKM.DRPVRVSKI LQKAFLNVNEAGSEAAAAS
dper TVTI Rl PKFRI QFEQDMTEPL QQL GVREMFTRSSQVTKM. DRPVRVSKI LQKAFLNVNEAGSEAAAAS
dwi | TVTVRI PRFRI EFEQDMTEPL QRL GVKEMFT SRSQVDAM. DKPAMVSKI QQKAFI DVNEAGSEASASS
dnoj MVAVRLPKFRI EFEQDMTLPLQEL GVRRVFTANSQVNTI LMRPVKVSKI LQKAFI DVNEAGSEAAAAT
dvi r MVTVRLPKFRI EFEL DM GPLQQL GVRRVFTPKSQVDAMLL QPVRVSKI LQKAFI DVNEAGSEAAAAS
dgri MVTVRVPKFRI EFEQDVSGPL QEL GVRRVF TKQSEVDAM. MQPVRVSKVL QKAFI DVNEAGSEAAAAS
Consensus V VR PKFri EFEQDMI PLg#LGV MFTp SQV k$Ld PVRVSKI LQKA% #VnEAGs EAaAAS
Primcons.  3VAVRLPKFRI EFEQDMIQPL22L GVRQVFTPNSQVTKM.DQPVRVSKI LQKAFI NVNEAG2 EAAAAS
490 500 510 520 530 540 550
I I I I
dnel YAKFVPESL PPKPTEFVANRPFVFAVRTPASVLFI GHVEYPTPMBV- - - - - = = == === = = = - -
dsim YAKFVPLSL PPKPTEFVANHPFVFAVRTPTSVLFI GHVEYPTPVSV- - - - - - < == c =« < = -
dsec YAKFVPLSL PPKPTEFVANRPFVFAVRTPTSVLFI GHVEYPTPVSV- - - - - - = === = = = - -
dere YAKFVPLSLPPKPKEFI ANRPFVFAI RTPTSVLFI GHVEYPTPVBVKN- KPNFDFYRN- - - - -
dyak YAKFVPLSL PPKPTQFVANRPFVFAI RTPTAVLFI GHVENPTPVSVKNPEPYSDI YRN- - - - -
dana YAKFVPLSLPAKSPEFTADHPFVFAI RTPTSVLFI GHVEHPTPL TASPEGAGRGRQRSFSSRQ
dpse YAKFVPLSL PVKSREFNADHPFVFAL RTPDSVLFI GHVLQPTAMA- - - = = = = = = === = = = = - -
dper YAKFVPLSL PVKSREFNADHPFVFAL RTPDSVLFI GHVLQPTAMA- - - - = - = = === = = = = = - -
dwi | YAKFVPLSLPVKSHEFTADHPFI FAI RSPNAVLFI GHVWQPTQVA- - - - = = = = === = = = = = -
dnoj FAKFVPLLLPVKSREFI ADHPFLFAI RTPESVLFI GHWQPPQ NARQ - = = = = = = = = = = = - -
dvi r YAKFVPLSL PVKSREFVADHPFVFAI RTPDSVLFI GHVWQPPQVSGRQ: - - - = = === = = = = - -
dgri YAKFVPLSLPVQSLEFTADHPFLFAI RTPETVLFI GHVWQPLQATRSQ: - - = = = == = = = = = - -

Consensus YAKFVPLSLP Ks EF A#hPF! FAl RTP sVLFI GHV gPt
Prim cons. YAKFVPLSL P2KS2 EFVADHPFVFAI RTPTSVLFI GHVEQPTPMSV3Q23P33D3YRNFSSRQ

Alignment annotation:

Residues conserved for 80 % or more (upper-case letters) : 195 is 35.39 %
Residues conserved for 50 % and less than 80 % (lower-case letters) : 87 is 15.79 %
Residues conserved less than 50 % (white space) : 233 is 42.29 %

IV conserved positions (1) : 5is 0.91 %

LM conserved positions ($) : 7is 1.27 %

FY conserved positions (%) : 8 is 1.45 %

NDQEBZ conserved positions (#): 16 is 2.90 %

Residues of the N-terminal extension are printed in lower case, with serpin core residues in UPPER CASE. The
putative scissile bond marked in bold (rP). The consensus flexible hinge region residues of inhibitory serpins and the
PF residues at the C-terminal RCL “shutter region” are marked in RED. The putative protease cleavage site in the

RCL, P1/P1", is marked in green.



